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Research background
My research centers around the regulation and function of heat shock 
proteins (Hsp) in protein quality control. In particular, we study which Hsp 
can suppress the aggregation and toxicity of disease­associated  
aggregation inducing proteins. Especially for the proteins with 
polyglutamine expansion, including mutant huntingtin, we have identified 
a number of aggregation suppressing Hsp. We study how these Hsp work, 
how the expression and functional activities of thes HSP are regulated and 
if and how these can be boosted in possible therapeutic strategies. 

Expertise 
HSP function and regulation 
Protein quality control balance (folding, proteasomal degradation, autophagy) 
Protein aggregation and toxicity 

Techniques 
cell models for chaperones regulation and protein folding, degradation and autophagy 
biochemical analysis of protein folding and aggregation 
drosophila models of neurodegeneration 
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